Mycobacteriophage Faze9 is a novel lytic phage that was isolated from soil collected in Scranton, PA, using the host Mycobacterium smegmatis mc 2 155. Faze9 has a double-stranded DNA genome composed of 67,503 kbp, has a GϩC content of 68.9%, encodes 91 predicted proteins, and is closely related to mycobacteriophages in the B2 subcluster.
tRNA-ribosyltransferase, QueC, QueD, and Que-like queosine (Genebank term) biosynthesis protein), as well as 67 hypothetical proteins. Faze9 shows genome-wide similarity to the other 11 lytic phages in this cluster, sharing 99.34% identity with its closest relative, Coffee (GenBank accession number MK620898). Comparison to Coffee was performed through a nucleotide BLAST search (https://blast.ncbi.nlm.nih.gov). The subcluster B2 bacteriophages Arbiter, Hedgerow, and LizLemon each had 99% similarity to Faze9, with 100% coverage (NCBI BLAST).
Data availability. The complete genome sequence of Faze9 was deposited in Gen-Bank with accession number MK061411, BioProject accession number PRJNA488469, and SRA accession number SRX6867480.
